Microbial abundance In response to varied waste introduction methods in onsite sanitation systems
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Hypothesis: Bacterial communities responsible for disease, the stabilization of organic matter, and generation of greenhouse gases in onsite sanitation systems change in response to time of use
and modifications to how toilets are used.
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Simulated real-world onsite sanitation solutions’ Bench-scale anaerobic digesters’

Samples from months: 4, 6, 10, 22, 26 — DNA extraction (Qiagen DNeasy PowerSoll kits) — 16S rRNA Sequencing (Mr DNA)
Data interpretation and bacterial categorization using NCBI°

> Refugee camps & disaster relief zones (use of 2-12 mo.) >~ Urine diversion (reduced nutrient concentrations)

> Individual households (use of 212 mo.) >~ Exclusion of toilet paper (lower C:N ratios)
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